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Essa cascata sinalizadora funciona como um verdadeiro “freio” molecular, 



–

–



sinalização interligada a outras vias clássicas da oncogênese, como PI3K/AKT, Wnt/β



β e RAS/MAPK. Essa conectividade assegura múltiplos pontos de 

β, Notch, EGFR e PI3K/AKT 









κB ao interferir 

κBα, bloqueando a translocação nuclear de p65/p50. A 

Componentes adicionais, como CREB, calcineurina e GSK3β, modulam esses caminhos de forma positiva ⊘
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than one Lipinski’s Rule of Five violation, and documented bioactivity. After filtering, 
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P3P solvent model, Na⁺/Cl⁻ ions for neutralization, 300 K, 1 atm). Each 

throughout the study. The ligand was repositioned into the enzyme’s active site, and the 

d a binding score (S) of −9.14 

within the acceptable threshold (< 2.0 Å) and confirming the protocol’s predictive 

approved drug library, the pocket identified by MOE’s Site Finder yielded the most 

favorable average binding score (−6.88 kcal/mol), suggesting strong ligand affinity. In 
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—exhibited a higher average score (−4.84 kcal/mol), indicating a lower potential 



–3). DUMMIE1 showed the strongest affinity (−6.88 kcal/mol), while SARAH exhibited the 



performing region achieved an average score of −8.75 

(−6.20 kcal/mol), as 

–
DUMMIE1 presented the most favorable score (−8.75 kcal/mol).



–

–

–

orable binding energy (−14.77 kcal/mol), indicating a strong stabilizing 
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neutralized with Na⁺/Cl⁻ ions, and simulated under standard conditions (300 K, 1 atm). 
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